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.(3)»bGÈdG ódÉN »∏Y ,(2)…QƒfQÉc π«fƒ«d ,(1,2)»bGÈdG »∏Y óªfi
,äÉÑædG ájÉbh º°ùb (3) É°ùfôa ,CNRS »ª∏©dG åëÑ∏d »æWƒdG õcôªdG (2).ájQƒ°S ,≥°ûeO 31902 Ü.¢U ,ájƒ«ëdG áfÉ≤à∏d áeÉ©dG áÄ«¡dG (1)

.ájQƒ°S ,≥°ûeO 30621 Ü.¢U ≥°ûeO á©eÉL ,áYGQõdG á«∏c
alburaki@legs.cnrs-gif.fr, alburaki@gmail.com :»fhôàµdEG ójôH

 á°SGQO »a kÉãjóM äÉfÉ≤àdG √òg Ωóîà°ùoJ PEG ,Ωƒ∏©dG ä’Éée ∞∏àîe »a á∏gòeh Iô«Ñc kÉWGƒ°TCG ájƒ«ëdG äÉfÉ≤àdG â©£b ó≤d
 πgòªdG øFÉµdG ,π°ù©dG πëf ≈∏Y É¡≤«Ñ£Jh äÉ«æ≤àdG √òg ô«î°ùàH Ωƒ«dG Ωƒ≤f .á«ëdG äÉæFÉµdG øe ójó©dG óæY …ƒ«ëdG ´ƒæàdG
 ájOÉ°üàb’G Iô°ûëdG √ò¡d …ƒ«ëdG ´ƒæàdG á«gÉªd π°üØeh ≥«bO º¡a ≈dEG ∫ƒ°Uƒ∏d ∂dPh ,¬JÉ«M á≤jôWh ¬cƒ∏°S »a ójôØdGh
 …òdG QÉKB’G á°SGQO ∫GƒMC’G ø°ùMCÉH hCG á«LƒdƒaQƒªdG äGAGô≤dG ≈∏Y kÉ≤HÉ°S óªà©j ¿Éc å«M »KGQƒdG iƒà°ùªdG ≈∏Y ¬àªLôJh
Apis …Qƒ°ùdG π°ù©dG πëf ádÓ°S ≈∏Y á«dÉëdG Éæà°SGQO õcôàJ .∂dP ¬HÉ°T Éeh äÉæ«JhôÑdG ¿ÓMôc …hƒædG ¢†ªëdG É¡Kóëj
 É¡JÉæjôb ø«H …Qƒ£àdGh »KGQƒdG É¡©bƒe á°SGQOh ,áª¡ªdG á«∏ëªdG ádÓ°ùdG √ò¡d ájQƒ£àdG á°ü≤dG º¡Ød mellifera syriaca
 Ωƒ≤fh ájQƒ°ùdG äÉ¶aÉëªdG ∞∏àîe øe º¡e ¿É«àYEG AGôLEG ºJ ób ∂dP ≥«≤ëàd .iôNC’G á«ªdÉ©dG π°ù©dG πëf ä’Ó°S øe
 á©bGƒdG á≤£æªdG øe mπc »g äÉæ«©dG √ò¡H ¢UÉîdG DNA (ÉfódG) ≈∏Y ™bGƒe çÓK á°SGQóH á«ÄjõL äÉª∏©e á£°SGƒHh kÉ«dÉM
 á«MÉf øe .ND6 `∏d ôØ°ûªdG ø«é`dÉH á°UÉîdG á≤£æªdGh (CytB) Ü Ωhôcƒà«°ùdG ,(COI-II) 2h 1 RGó«°ùchC’G q»æ«L ø«H
 »àdGh (ø«éªdG) »eƒæ«édG …hƒædG ¢†ªëdG ≈∏Y (Microsatellites loci) á≤«bO ™HGƒàd ™bGƒe 10 á°SGQóH Ωƒ≤f iôNCG
 øY á∏°ü nëàªdG äÉfÉ«ÑdG πªée .á«∏ëªdG ÉæàdÓ°S »a OƒLƒªdG »KGQƒdG AÉØ°üdG hCG §∏îdG Iô«Ñc ábóHh ójóëàH Éæd íª°ùJ
,É¡«a π«NO »ÑæLCG πëf OƒLƒd IóFÉ©dG ≈∏YC’G »KGQƒdG §∏îdG äGP á«aGô¨édG ≥WÉæªdG ø«H õ««ªJ ≈dEG ÉfOƒ≤à°S ,á°SGQódG √òg
kÉ«KGQh kAÉ≤f äô¡XCG »àdG ™bGƒªdG ó©H Ée »a óªà©oà°S .ájQƒ°ùdG á∏ëæ∏d ≈∏YCG kGQƒ°†Mh ôÑcCG kÉ«KGQh kAÉØ°U ô¡¶J »àdG ≥WÉæªdGh
 hCG óëdGh ,É¡∏«°UCÉJh É¡«∏Y á¶aÉëªdGh QƒgóàdG øe á«∏ëªdG …Qƒ°ùdG πëædG ádÓ°S ájÉªëd ádÉ q©a äÉ«ªëe AÉ°ûfE’ kÉXƒë∏e

 .áª¡e ájOÉ°üàbGh á«KGQh IhôK ó©J »àdG á∏ëædG √ò¡d ∞°SCÓd π°üëj …òdG »KGQƒdG ±Gôéf’G ±É≤jEG
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Recent advances in the application of biotechnology have led to important progress in many 
scientific fields e.g agriculture and pharmaceutical industries. In Apiculture it has been used to 
trace the biodiversity down to genetic levels. Until recently, this kind of study was completely 
dependant on morphometrical measurements and/or, in better cases, by proteomics such as protein 
migrations.Here, we present a study of the evolutionary history and genetic placement of Apis 
mellifera syriaca amongst other honeybee subspecies.A large number of Syrian honeybee specimens 
have been collected from different Syrian regions. DNA samples from these are being analyzed for 
their genetic diversity by using several molecular markers in three genetic regions: the intergenic 
region COI-COII, Cytochrome B and ND6. Furthermore, to obtain a good indication concerning the 
introgression (due to the importation of foreign honeybees) and the purity of our local honey bee 
subspecies, ten microsatellite loci are studied on each genomic DNA. The data obtained will enable 
distinction to be made among the geographical regions on the basis of purity and introgression. 
Subsequently, genetic conservation zones will be established in the areas that show high abundance 
and purity of Syrian honeybee. These zones will enable the protection of the economic and genetic 
resource of our local honeybee from further genetic degradation and introgression


