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Recent advances in the application of biotechnology have led to important progress in many
scientific fields e.g agriculture and pharmaceutical industries. In Apiculture it has been used to
trace the biodiversity down to genetic levels. Until recently, this kind of study was completely
dependant on morphometrical measurements and/or, in better cases, by proteomics such as protein
migrations.Here, we present a study of the evolutionary history and genetic placement of Apis
mellifera syriaca amongst other honeybee subspecies.A large number of Syrian honeybee specimens
have been collected from different Syrian regions. DNA samples from these are being analyzed for
their genetic diversity by using several molecular markers in three genetic regions: the intergenic
region COI-COII, Cytochrome B and ND6. Furthermore, to obtain a good indication concerning the
introgression (due to the importation of foreign honeybees) and the purity of our local honey bee
subspecies, ten microsatellite loci are studied on each genomic DNA. The data obtained will enable
distinction to be made among the geographical regions on the basis of purity and introgression.
Subsequently, genetic conservation zones will be established in the areas that show high abundance
and purity of Syrian honeybee. These zones will enable the protection of the economic and genetic

resource of our local honeybee from further genetic degradation and introgression
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